Supplementary material for [L Lins], [2016], [Species variability and connectivity in the deep sea: evaluating effects of spatial heterogeneity and hydrodynamic effects] Supplementary Figure 1 : Partial-18S rDNA phylogeny of Nematoda: Chromadorea. The inferred relationships support a broad taxonomic representation of nematodes in samples from lower shelf and upper slope at the West-Iberian Margin and furthermore indicate neither geographic nor depth clustering between 'deep' and 'shallow' taxa at any level of the tree topology. Reconstruction of nematode 18S relationships was conducted using Maximum Likelihood. Bootstrap support values were generated using 1000 replicates and are presented as node support. The analyses were performed by means of Randomized Axelerated Maximum Likelihood (RAxML). Branch (line) width represents statistical support. Sequences retrieved from Genbank are represented by their Genbank Accession numbers. Orders and Families are annotated as branch labels.
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